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Dietary Gloiopeltis tenax Is Associated with Shifts in Fecal
Microbiome and Serum Metabolome Profiles in Healthy

Adult Dogs
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Simple Summary

Seaweeds contiin various bivactive compounds that may influende got microbial activity
and host matabolism, but their offects in companion animals are sHl not well undenstood. Tn
this study, healthy adult dogs were fed diets containing either Wing sp. or Glalopelfis fenar for
b wonks under controlled feeding conditions. Dogs meeiving the G femer-containing dit
shaowvird differences in several gut microbial groups, givcan-degrading eneyme activities,
and serum metaboliles, while nutrient digestibility and gereral bealth-related parnmetens
remained Lrgely unchanged. These findings provide proliminary insight into mecrobeom-
and metabolome-assocated mesponses o dictary seaweed supplementation in dogs and
support further research on functional dietary ingredients for companion animals,

Abstract

Gloopelfis feman is a red sedneeed comtaiming diverse polysascchandes and bioactive com-
Fm.mtls with Pul.-nti.a] functional J.Ppli{‘alimls. m animal nutrition. However, mformation
regarding its physiological and microbicome-associated offects in companion animals re-
maing limited. The present dudy was designed a8 anexploratory nutritional mbery ention
to evaluate physiclogical nesponses associated with dictary G, tmax supplementation in
healthy sdult dogs vsing an integratod framework including nutrent digestibility, glycan-
degrading enryma activity, fecal microbiome profiling, and semum metabolomics. Ten
healthy adult dogs were assigned to two distary groups receiving nutritionally balanced
dits containing vither it sp, (CONj or G. fenax (GT) at 1% inclusion for 16 weeks
under standardized feeding and housing conditions. Nutrient digestibility, fecal ghycan-
degrading erevymae activities, fecal microbiome composition, predicted micnobial functional
profiles, snd serum metabolomic nesponses wene evalusted. Mo significant differences wen
observied in nutrent digestiyhity, fecal scome, or general health-related parameters botwisin
groups, sugpesting accoptable tolerability of diviary C. femax under the prosent experi-
mental comdibons, Eelative abundances of several bactertal tasa differed botween groaps,
and glycan-degrading eneyme activitics showed directional changes sssociated with di-
etary tmwatment PICEUS2-based analyses suggested potential differenoes in predicted
carbohydrake- and glycan-assecated microbial functional lendencics betwoeen groups,
Serum metabolomic analvsts additionally reveaked alferations in several amino acid- and
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